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25071037.m  ~~MNDVA~~~~~~~~IVKEGWLHKRGEYIKTWRPRYFLLKNDGTFIGYKERPQDVDQRESPLNNFSVAQCQLMKTERPRPNTFIIRCLQWTTVIERTFHVETPEEREEWATAIQTVADGLK~~RQE~~EETMDFRSGSPSD~~~~~~~~~~~~~~~~NSGAEE~~~~~~~~~~~~~MEVSLAKPKHRVTMNEFEYLKLLG 
6753034.m   ~~MNDVA~~~~~~~~IVKEGWLHKRGEYIKTWRPRYFLLKNDGTFIGYKERPQDVDQRESPLNNFSVAQCQLMKTERPRPNTFIIRCLQWTTVIERTFHVETPEEREEWATAIQTVADGLK~~RQE~~EETMDFRSGSPSD~~~~~~~~~~~~~~~~NSGAEE~~~~~~~~~~~~~MEVSLAKPKHRVTMNEFEYLKLLG 
15100164.r  ~~MNDVA~~~~~~~~IVKEGWLHKRGEYIKTWRPRYFLLKNDGTFIGYKERPQDVEQRESPLNNFSVAQCQLMKTERPRPNTFIIRCLQWTTVIERTFHVETPEEREEWTTAIQTVADGLK~~RQE~~EETMDFRSGSPSD~~~~~~~~~~~~~~~~NSGAEE~~~~~~~~~~~~~MEVALAKPKHRVTMNEFEYLKLLG 
AKT1        ~~MSDVA~~~~~~~~IVKEGWLHKRGEYIKTWRPRYFLLKNDGTFIGYKERPQDVDQREAPLNNFSVAQCQLMKTERPRPNTFIIRCLQWTTVIERTFHVETPEEREEWTTAIQTVADGLK~~KQE~~EEEMDFRSGSPSD~~~~~~~~~~~~~~~~NSGAEE~~~~~~~~~~~~~MEVSLAKPKHRVTMNEFEYLKLLG 
8392888.r   ~~MNEVS~~~~~~~~VIKEGWLHKRGEYIKTWRPRYFLLKSDGSFIGYKERPEAPDQTLPPLNNFSVAECQLMKTERPRPNTFVIRCLQWTTVIERTFHVDSPDEREEWIRAIQMVANSLK~~QRGPGEDAMDYKCGSPSD~~~~~~~~~~~~~~~~SSTSEM~~~~~~~~~~~~~MEVAVSKARAKVTMNDFDYLKLLG 
6680674.m   ~~MNEVS~~~~~~~~VIKEGWLHKRGEYIKTWRPRYFLLKSDGSFIGYKERPEAPDQTLPPLNNFSVAECQLMKTERPRPNTFVIRCLQWTTVIERTFHVDSPDEREEWMRAIQMVANSLK~~QRGPGEDAMDYKCGSPSD~~~~~~~~~~~~~~~~SSTSEM~~~~~~~~~~~~~MEVAVNKARAKVTMNDFDYLKLLG 
AKT2        ~~MNEVS~~~~~~~~VIKEGWLHKRGEYIKTWRPRYFLLKSDGSFIGYKERPEAPDQTLPPLNNFSVAECQLMKTERPRPNTFVIRCLQWTTVIERTFHVDSPDEREEWMRAIQMVANSLK~~QRAPGEDPMDYKCGSPSD~~~~~~~~~~~~~~~~SSTTEE~~~~~~~~~~~~~MEVAVSKARAKVTMNDFDYLKLLG 
AKT3        ~~MSDVT~~~~~~~~IVKEGWVQKRGEYIKNWRPRYFLLKTDGSFIGYKEKPQDVDLP~YPLNNFSVAKCQLMKTERPKPNTFIIRCLQWTTVIERTFHVDTPEEREEWTEAIQAVADRLQ~~RQE~~EERMNCSPTSQID~~~~~~~~~~~~~~~~NIGEEE~~~~~~~~~~~~~MDASTTHHK~RKTMNDFDYLKLLG 
6753032.m   ~~MSDVT~~~~~~~~IVKEGWVQKRGEYIKNWRPRYFLLKTDGSFIGYKEKPQDVDLP~YPLNNFSVAKCQLMKTERPKPNTFIIRCLQWTTVIERTFHVDTPEEREEWTEAIQAVADRLQ~~RQE~~EERMNCSPTSQID~~~~~~~~~~~~~~~~NIGEEE~~~~~~~~~~~~~MDASTTHHK~RKTMNDFDYLKLLG 
13928778.r  ~~MSDVT~~~~~~~~IVKEDWVQKRGEYIKNWRPRYFLLKTDGSFIGYKEKPQDVDLP~YPLNNFSVAKCQLMKTERPKPNTFIIRCLQWTTVIERTFHVDTPEEREEWTEAIQAVADRLQ~~RQE~~EERMNCSPTSQID~~~~~~~~~~~~~~~~NIGEEE~~~~~~~~~~~~~MDASTTHHK~RKTMNDFDYLKLLG 
akt-1.AA    MSMTSLSTKSRRQEDVVIEGWLHKKGEHIRNWRPRYFMIFNDGALLGFRAKPKEGQPFPEPLNDFMIKDAATMLFEKPRPNMFMVRCLQWTTVIERTFYAESAEVRQRWIHAIESISKKYKGTNANPQEELMETNQQPKIDEDSEFAGAAHAIMGQPSSGHGDNCSIDFRASMISIADTSEAAKRDKITMEDFDFLKVLG 
1l3r_E      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGX~~~~~~~~~~~~~~~~~~~~~~~EQESVKEFLAKAKEDFLKKWE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TPSQNTAQLDQFDRIKTLG 
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25071037.m  KGTFGKVILVKEKATGRYYAMKILKKEVIVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLSRE~~~~~RVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGIKDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
6753034.m   KGTFGKVILVKEKATGRYYAMKILKKEVIVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLSRE~~~~~RVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGIKDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
15100164.r  KGTFGKVILVKEKATGRYYAMKILKKEVIVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLSRE~~~~~RVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGIKDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
AKT1        KGTFGKVILVKEKATGRYYAMKILKKEVIVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLSRE~~~~~RVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGIKDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
8392888.r   KGTFGKVILVREKATGRYYAMKILRKEVIIAKDEVAHTVTESRVLQNTRHPFLTALKYAFQTHDRLCFVMEYANGGDLFFHLSRE~~~~~RVFTEDRARFYGAEIVSALEYLHS~TDVVYRDIKLENLMLDKDGHIKITDFGLSKEGISDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
6680674.m   KGTFGKVILVREKATGRYYAMKILRKEVIIAKDEVAHTVTESRVLQNTRHPFLTALKYAFQTHDRLCFVMEYANGGELFFHLSRE~~~~~RVFTEDRARFYGAEIVSALEYLHS~RDVVYRDIKLENLMLDKDGHIKITDFGLCKEGISDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
AKT2        KGTFGKVILVREKATGRYYAMKILRKEVIIAKDEVAHTVTESRVLQNTRHPFLTALKYAFQTHDRLCFVMEYANGGELFFHLSRE~~~~~RVFTEERARFYGAEIVSALEYLHS~RDVVYRDIKLENLMLDKDGHIKITDFGLCKEGISDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
AKT3        KGTFGKVILVREKASGKYYAMKILKKEVIIAKDEVAHTLTESRVLKNTRHPFLTSLKYSFQTKDRLCFVMEYVNGGELFFHLSRE~~~~~RVFSEDRTRFYGAEIVSALDYLHS~GKIVYRDLKLENLMLDKDGHIKITDFGLCKEGITDAATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
6753032.m   KGTFGKVILVREKASGKYYAMKILKKEVIIAKDEVAHTLTESRVLKNTRHPFLTSLKYSFQTKDRLCFVMEYVNGGELFFHLSRE~~~~~RVFSEDRTRFYGAEIVSALDYLHS~GKIVYRDLKLENLMLDKDGHIKITDFGLCKEGITDAATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
13928778.r  KGTFGKVILVREKASGKYYAMKILKKEVIIAKDEVAHTLTESRVLKNTRHPFLTSLKYSFQTKDRLCFVMEYVNGGELFFHLSRE~~~~~RVFSEDRTRFYGAEIVSALDYLHS~GKIVYRDLKLENLMLDKDGHIKITDFGLCKEGITDAATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQ 
akt-1.AA    KGTFGKVILCKEKRTQKLYAIKILKKDVIIAREEVAHTLTENRVLQRCKHPFLTELKYSFQTNDRLCFVMEFAIGGDLYYHLNREVQMNKEGFSEPRARFYGSEIVLALGYLHA~NSIVYRDLKLENLLLDKDGHIKIADFGLCKEEISFGDKTSTFCGTPEYLAPEVLDDHDYGRCVDWWGVGVVMYEMMCGRLPFYSK 
1l3r_E      TGSFGRVMLVKHKESGNHYAMKILDKQKVVKLKQIEHTLNEKRILQAVNFPFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIG~~~~~RFXEPHARFYAAQIVLTFEYLHS~LDLIYRDLKPENLLIDQQGYIQVTDFGFAKR~~VKGRTWX~LCGTPEYLAPEIILSKGYNKAVDWWALGVLIYEMAAGYPPFFAD 
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25071037.m  DHEKLFELILMEEIRFPRTLGPEAKSLLSGLLKKDPTQRLGGGSEDAKEIMQHRFFANIVWQDVYEKKLSPPFKPQVTSETDTRYFDEEFTAQMITITPPDQDDS~~MECVDSERRPHFPQFSYSASGTA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
6753034.m   DHEKLFELILMEEIRFPRTLGPEAKSLLSGLLKKDPTQRLGGGSEDAKEIMQHRFFANIVWQDVYEKKLSPPFKPQVTSETDTRYFDEEFTAQMITITPPDQDDS~~MECVDSERRPHFPQFSYSASGTA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
15100164.r  DHEKLFELILMEEIRFPRTLGPEAKSLLSGLLKKDPTQRLGGGSEDAKEIMQHRFFANIVWQDVYEKKLSPPFKPQVTSETDTRYFDEEFTAQMITITPPDQDDS~~MECVDSERRPHFPQFSYSASGTA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
AKT1        DHEKLFELILMEEIRFPRTLGPEAKSLLSGLLKKDPKQRLGGGSEDAKEIMQHRFFAGIVWQHVYEKKLSPPFKPQVTSETDTRYFDEEFTAQMITITPPDQDDS~~MECVDSERRPHFPQFSYSASSTA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
8392888.r   DHERLFELILMEEIRFPRTLGPEAKSLLAGLLKKDPKQRLGGGPSDAKEVMEHRFFLSINWQDVVQKKLLPPFKPQVTSEVDTRYFDDEFTAQSITITPPDRYDS~~LGSLELDQRTHFPQFSYSASIRE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
6680674.m   DHERLFELILMEEIRFPRTLGPEAKSLLAGLLKKDPKQRLGGGPSDAKEVMEHRFFLSINWQDVVQKKLLPPFKPQVTSEVDTRYFDDEFTAQSITITPPDRYDS~~LDPLELDQRTHFPQFSYSASIRE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
AKT2        DHERLFELILMEEIRFPRTLSPEAKSLLAGLLKKDPKQRLGGGPSDAKEVMEHRFFLSINWQDVVQKKLLPPFKPQVTSEVDTRYFDDEFTAQSITITPPDRYDS~~LGLLELDQRTHFPQFSYSAFREEKDLLMSLFVSLILFSDFSSLKSHSFSSNFILLSFSSLKK  
AKT3        DHEKLFELILMEDIKFPRTLSSDAKSLLSGLLIKDPNKRLGGGPDDAKEIMRHSFFSGVNWQDVYDKKLVPPFKPQVTSETDTRYFDEEFTAQTITITPPEKYDEDGMDCMDNERRPHFPQFSYSASGRE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
6753032.m   DHEKLFELILMEDIKFPRTLSSDAKSLLSGLLIKDPNKRLGGGPDDAKEIMRHSFFSGVNWQDVYDKKLVPPFKPQVTSETDTRYFDEEFTAQTITITPPEKYDDDGMDGMDNERRPHFPQFSYSASGRE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
13928778.r  DHEKLFELILMEDIKFPRTLSSDAKSLLSGLLIKDPNKRLGGGPDDPKEIMRHSFFSGVNWQDVYDKKLVPPFKPQVTSETDTRYFDEEFTAQTITITPPEKCPL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
akt-1.AA    DHNKLFELIMAGDLRFPSKLSQEARTLLTGLLVKDPTQRLGGGPEDALEICRADFFRTVDWEATYRKEIEPPYKPNVQSETDTSYFDNEFTSQPVQLTPPSRSGALATVDEQEEMQSNFTQFSFHNVMGSINRIHEASEDNEDYDMG~~~~~~~~~~~~~~~~~~~~~~  
1l3r_E      QPIQIYEKIVSGKVRFPSHFSSDLKDLLRNLLQVDLTKRFGNLKNGVNDIKNHKWFATTDWIAIYQRKVEAPFIPKFKGPGDTSNFD~DYEEEEIRVX~~~~~~~~~~~~INEKCGKEFTEF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
 


